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<120> CRYSTAL STRUCTURE OF MVAS 

<130> MVAS 5001-U 

<160> 2 

<170> Patentln version 3.1 

<210> 1 

<211> 391 

<212> PRT 

<213> Enterococcus faecal is 
<220> 

<221> Full-length E. faecal is Mvas 

<222> (1)..(391) 

<223> 

<220> 

<221> Full-length E. faecal is MvaS 

<222> (1)..(385) 

<223> 

<220> 

<221> 6 residue polyhistidine C-terminal tag 

<222> (386).. (391) 

<223> 

<400> 1 

Met Thr lie Gly lie Asp Lys lie Ser Phe Phe Val Pro Pro Tyr Tyr 
15 10 15 

lie Asp Met Thr Ala Leu Ala Glu Ala Arg Asn Val Asp Pro Gly Lys 
20 25 " 30 

Phe His lie Gly He Gly Gin Asp Gin Met Ala val Asn Pro lie Ser 
35 40 45 

Gin Asp He val Thr Phe Ala Ala Asn Ala Ala Glu Ala lie Leu Thr 
50 55 - 60 

Lys Glu Asp Lys Glu Ala lie Asp Met val lie val Gly Thr Glu Ser 
65 70 75 80 

Ser lie Asp Glu Ser Lys Ala Ala Ala val Val Leu His Arg Leu Met 
85 90 95 

Gly lie Gin Pro Phe Ala Arg Ser Phe Glu He Lys Glu Ala Cys Tyr 
100 " 105 110 

Gly Ala Thr Ala Gly Leu Gin Leu Ala Lys Asn His val Ala Leu His 
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115 ! 120 125 

\ 

pro Asp Lys Lys Val Leu val Val Ala Ala Asp lie Ala Lys Tyr Gly 
130 135 140 

Leu Asn ser Gly Gly Glu Pro Thr Gin Gly Ala Gly Ala val Ala Met 
145 150 155 160 

Leu Val Ala ser Glu Pro Arg lie Leu Ala Leu Lys Glu Asp Asn Val 
165 ^ 170 175 

Met Leu Thr Gin Asp lie Tyr Asp Phe Trp Arg Pro Thr Gly His Pro 
180 185 190 

Tyr Pro Met val Asp Gly Pro Leu Ser Asn Glu Thr Tyr lie Gin ser 
195 200 205 

Phe Ala Gin Val Trp Asp Glu His Lys Lys Arg Thr Gly Leu Asp Phe 
210 215 220 

Ala Asp Tyr Asp Ala Leu Ala Phe His lie Pro Tyr Thr Lys Met Gly 
225 230 235 240 

Lys Lys Ala Leu Leu Ala Lys lie Ser Asp Gin Thr Glu Ala Glu Gin 
245 250 255 

Glu Arg He Leu Ala Arg Tyr Glu Glu Ser lie val Tyr Ser Arg Arg 
260 265 270 

Val Gly Asn Leu Tyr Thr Gly Ser Leu Tyr Leu Gly Leu lie Ser Leu 
275 280 ' 285 

Leu Glu Asn Ala Thr Thr Leu Thr Ala Gly Asn Gin lie Gly Leu Phe 
290 295 300 

Ser Tyr Gly Ser Gly Ala val Ala Glu Phe Phe Thr Gly Glu Leu val 
305 310 315 320 

Ala Gly Tyr Gin Asn His Leu Gin Lys Glu Thr His Leu Ala Leu Leu 
325 330 335 

Asp Asn Arg Thr Glu Leu Ser lie Ala Glu Tyr Glu Ala Met Phe Ala 
340 345 350 

Glu Thr Leu Asp Thr Asp lie Asp Gin Thr Leu Glu Asp Glu Leu Lys 
355 360 365 



i 5001-U SEQ LISTING. ST25 

Tyr Ser lie Ser Ala lie Asn Asn Thr val Arg ser Tyr Arg Asn Lys 
370 375 380 



Gly His His His His His His 
385 390 



<210> 2 

<211> 1176 

<212> DNA 

<213> Enterococcus faecal is 
<220> 

<221> cDNA sequence encoding MvaS 

<222> (1)..(1175) 

<223> 

<220> 

<221> 6 residue polyhistidine C-terminal tag 

<222> (1156). .(1173) 

<223> 



<400> 2 



atgacaattg 


ggattgataa 


aattagtttt 


tttgtgcccc 


cttattatat 


tgatatgacg 


60 


gcactggctg 


aagccagaaa 


tgtagaccct 


ggaaaatttc 


atattggtat 


tgggcaagac 


120 


caaatggcgg 


tgaacccaat 


cagccaagat 


attgtgacat 


ttgcagccaa 


tgccgcagaa 


180 


gcgatcttga 


ccaaagaaga 


taaagaggcc 


attgatatgg 


tgattgtcgg 


gactgagtcc 


240 


agtatcgatg 


agtcaaaagc 


ggccgcagtt 


gtcttacatc 


gtttaatggg 


gattcaacct 


300 


ttcgctcgct 


ctttcgaaat 


caaggaagct 


tgttacggag 


caacagcagg 


cttacagtta 


360 


gctaagaatc 


acgtagcctt 


acatccagat 


aaaaaagtct 


tggtcgtagc 


ggcagatatt 


420 


gcaaaatatg 


gcttaaattc 


tggcggtgag 


cctacacaag 


gagctggggc 


ggttgcaatg 


480 


ttagttgcta 


gtgaaccgcg 


cattttggct 


ttaaaagagg 


ataatgtgat 


gctgacgcaa 


540 


gatatctatg 


acttttggcg 


tccaacaggc 


cacccgtatc 


ctatggtcga 


tggtcctttg 


600 


tcaaacgaaa 


cctacatcca 


atcttttgcc 


caagtctggg 


atgaacataa 


aaaacgaacc 


660 


ggtcttgatt 


ttgcagatta 


tgatgcttta 


gcgttccata 


ttccttacac 


aaaaatgggc 


720 


aaaaaagcct 


tattagcaaa 


aatctccgac 


caaactgaag 


cagaacagga 


acgaatttta 


780 


gcccgttatg 


aagaaagtat 


cgtctatagt 


cgtcgcgtag 


gaaacttgta 


tacgggttca 


840 


ctttatctgg 


gactcatttc 


ccttttagaa 


aatgcaacga 


ctttaaccgc 


aggcaatcaa 


900 


attggtttat 


tcagttatgg 


ttctggtgct 


gtcgctgaat 


ttttcactgg 


tgaattagta 


960 


gctggttatc 


aaaatcattt 


acaaaaagaa 


actcatttag 


cactgctgga 


taatcggaca 


1020 


gaactttcta 


tcgctgaata 


tgaagccatg 


tttgcagaaa 


ctttagacac 


agacattgat 


1080 


caaacgttag 


aagatgaatt 


aaaatatagt 


atttctgcta 


ttaataatac 


cgttcgttct 


1140 


tatcgaaaca 


aagggcacca 


ccaccaccac 


cactag 
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